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4 <110> APPLICANT: Malik, Fady CT M TT O 

5 Beraud, Chris top he tZ 8^ | t O 

6 Freedman, Richard 

7 Craven , Andrew 

8 Sakowicz, Roman 

9 Hartman , James 
11 <120> TITLE OF INVENTION: Human smooth muscle myosin heavy chain 
14 <130> FILE REFERENCE: CYTOPOIB 

16 <140> CURRENT APPLICATION NUMBER: US/09/927,597 

C--> 16 <141> CURRENT FILING DATE: 2001-08-10 

16 <160> NUMBER OF SEQ ID NOS : 17 

18 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 5835 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Human 

25 <400> SEQUENCE: 1 

26 atggcgcaga agggccaact cagtgacgat gagaagttcc tctttgtgga caaaaacttc 60 

27 atcaacagcc cagtggccca ggctgactgg gccgccaaga gactcgtctg ggtcccctcg 120 

28 gagaagcagg gcttcgaggc agccagcatt aaggaggaga agggggatga ggtggttgtg 180 

29 gagctggtgg agaatggcaa gaaggtcacg gttgggaaag atgacatcca gaagatgaac 240 

30 ccacccaagt tctccaaggt ggaggacatg gcggagctga cgtgcctcaa cgaagcctcc 300 

31 gtgctacaca acctgaggga gcggtacttc tcagggctaa tatatacgta ctctggcctc 360 

32 ttctgcgtgg tggtcaaccc ctataaacac ctgcccatct actcggagaa gatcgtcgac 420 

33 atgtacaagg gcaagaagag gcacgagatg ccgcctcaca tctacgccat cgcagacacg 480 

34 gcctaccgga gcatgcttca agatcgggag gaccagtcca ttctatgcac aggcgagtct 540 

35 ggagccggga aaaccgaaaa caccaagaag gtcattcagt acctggccgt ggtggcctcc 600 

36 tcccacaagg gcaagaaaga cacaagtatc acgcaaggcc catcttttgc ctacggagag 660 

37 ctggaaaagc agcttctaca agcaaacccg attctggagg ctttcggcaa cgccaaaaca 720 

38 gtgaagaacg acaactcctc acgattcggc aaattcatcc gcatcaactt cgacgtcacg 780 

39 ggttacatcg tgggagccaa cattgagacc tatctgctag aaaaatcacg ggcaattcgc 840 

40 caagccagag acgagaggac attccacatc ttttactaca tgattgctgg agccaaggag 900 

41 aagatgagaa gtgacttgct tttggagggc ttcaacaact acaccttcct ctccaatggc 960 

42 tttgtgccca tcccagcagc ccaggatgat gagatgttcc aggaaaccgt ggaggccatg 1020 

43 gcaatcatgg gtttcagcga ggaggagcag ctatccatat tgaaggtggt atcatcggtc 1080 

44 ctgcagcttg gaaatatcgt cttcaagaag gaaagaaaca cagaccaggc gtccatgcca 1140 

45 gataacacag ctgctcagaa agtttgccac ctcatgggaa ttaatgtgac agatttcacc 1200 

46 agatccatcc tcactcctcg tatcaaggtt gggcgagatg tggtacagaa agctcagaca 1260 

47 aaagaacagg ctgactttgc tgtagaggct ttggccaagg caacatatga gcgccttttc 1320 

48 cgctggatac tcacccgcgt gaacaaagcc ctggacaaga cccatcggca aggggcttcc 1380 

49 ttcctgggga tcctggatat agctggattt gagatctttg aggtgaactc cttcgagcag 1440 

50 ctgtgcatca actacaccaa cgagaagctg cagcagctct tcaaccacac catgttcatc 1500 

51 ctggagcagg aggagtacca gcgcgagggc atcgagtgga acttcatcga ctttgggctg 1560 

52 gacctacagc cctgcatcga gctcatcgag cgaccgaaca accctccagg tgtgctggcc 1620 

53 ctgctggacg aggaatgctg gttccccaaa gccacggaca agtctttcgt ggagaagctg 1680 

54 tgcacggagc agggcagcca ccccaagttc cagaagccca agcagctcaa ggacaagact 1740 

55 gagttctcca tcatccatta tgctgggaag gtggactata atgcgagtgc ctggctgacc 1800 
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56 aagaatatgg acccgctgaa tgacaacgtg acttccctgc tcaatgcctc ctccgacaag 1860 

57 tttgtggccg acctgtggaa ggacgtggac cgcatcgtgg gcctggacca gatggccaag 1920 

58 atgacggaga gctcgctgcc cagcgcctcc aagaccaaga agggcatgtt ccgcacagtg 1980 

59 gggcagctgt acaaggagca gctgggcaag ctgatgacca cgctacgcaa caccacgccc 2040 

60 aacttcgtgc gctgcatcat ccccaaccac gagaagaggt ccggcaagct ggatgcgttc 2100 

61 ctggtgctgg agcagctgcg gtgcaatggg gtgctggaag gcattcgcat ctgccggcag 2160 

62 ggcttcccca accggatcgt cttccaggag ttccgccaac gctacgagat cctggcggcg 2220 

63 aatgccatcc ccaaaggctt catggacggg aagcaggcct gcattctcat gatcaaagcc 2280 

64 ctggaacttg accccaactt atacaggata gggcagagca aaatcttctt ccgaactggc 2340 

65 gtcctggccc acctagagga ggagcgagat ttgaagatca ccgatgtcat catggccttc 2400 

66 caggcgatgt gtqgtggcta cttggccaga aaggcttttg ccaagaggca gcagcagctg 2460 

67 accgccatga aggtgattca gaggaactgc gccgcctacc tcaagctgcg gaactggcag 2520 

68 tggtggaggc ttttcaccaa agtgaagcca ctgctgcagg tgacacggca ggaggaggag 2580 

69 atgcaggcca aggaggatga actgcagaag accaaggagc ggcagcagaa ggcagagaat 2640 

70 gagcttaagg agctggaaca gaagcactcg cagctgaccg aggagaagaa cctgctacag 2700 

71 gaacagctgc aggcagagac agagctgtat gcagaggctg aggagatgcg ggtgcggctg 2760 

72 gcggccaaga agcaggagct ggaggagata ctgcatgaga tggaggcccg cctggaggag 2 820 

73 gaggaagaca ggggccagca gctacaggct gaaaggaaga agatggccca gcagatgctg 2880 

74 gaccttgaag aacagctgga ggaggaggaa gctgccaggc agaagctgca acttgagaag 2940 

75 gtcacggctg aggccaagat caagaaactg gaggatgaga tcctggtcat ggatgatcag 3000 

76 aacaataaac tatcaaaaga acgaaaactc cttgaggaga ggattagtga cttaacgaca 3060 

77 aatcttgcag aagaggaaga aaaggccaag aatcttacca agctgaaaaa caagcatgaa 3120 

78 tctatgattt cagaactgga agtgcggcta aagaaggaag agaagagccg acaggagctg 3180 

79 gagaagctga aacggaagct ggagggtgat gccagcgact tccacgagca gatcgctgac 3240 

80 ctccaggcgc agatcgcaga gctcaagatg cagctggcca agaaggagga ggagctgcag 3300 

81 gcggccctgg ccaggcttga cgatgaaatc gctcagaaga acaatgccct gaagaagatc 3360 

82 cgggagctgg agggccacat ctcagacctc caggaggacc tggactcaga gcgggccgcc 3420 

83 aggaacaagg ctgaaaagca gaagcgagac ctcggcgagg agctggaggc cctaaagaca 3480 

84 gagctggaag acacactgga cagcacagcc actcagcagg agctcagggc caagagggag 3540 

85 caggaggtga cggtgctgaa gaaggccctg gatgaagaga cgcggtccca tgaggctcag 3600 

86 gtccaggaga tgaggcagaa acacgcacag gcggtggagg agctcacaga gcagcttgag 36 60 

87 cagttcaaga gggccaaggc gaacctagac aagaataagc agacgctgga gaaagagaac 3720 

88 gcagacctgg ccggggagct gcgggtcctg ggccaggcca agcaggaggt ggaacataag 3780 

89 aagaagaagc tggaggcgca ggtgcaggag ctgcagtcca agtgcagcga tggggagcgg 3840 

90 gcccgggcgg agctcaatga caaagtccac aagctgcaga atgaagttga gagcgtcaca 3900 

91 gggatgctta acgaggccga ggggaaggcc attaagctgg ccaaggacgt ggcgtccctc 3960 

92 agttcccagc tccaggacac ccaggagctg cttcaagaag aaacccggca gaagctcaac 4020 

93 gtgtctacga agctgcgcca gctggaggag gagcggaaca gcctgcaaga ccagctggac 4080 

94 gaggagatgg aggccaagca gaacctggag cgccacatct ccactctcaa catccagctc 4140 

95 tccgactcga agaagaagct gcaggacttt gccagcaccg tggaagctct ggaagagggg 4200 

96 aagaagaggt tccagaagga gatcgagaac ctcacccagc agtacgagga gaaggcggcc 4260 

97 gcttatgata aactggaaaa gaccaagaac aggcttcagc aggagctgga cgacctggtt 4320 

98 gttgatttgg acaaccagcg gcaactcgtg tccaacctgg aaaagaagca gaggaaattt 4380 

99 gatcagttgt tagccgagga gaaaaacatc tcttccaaat acgcggatga gagggacaga 4440 

100 gctgaggcag aagccaggga gaaggaaacc aaggccctgt ccctggctcg ggcccttgaa 4500 

101 gaggccttgg aagccaaaga ggaactcgag cggaccaaca aaatgctcaa agccgaaatg 4560 

102 gaagacctgg tcagctccaa ggatgacgtg ggcaagaacg tccatgagct ggagaagtcc 4620 

103 aagcgggccc tggagaccca gatggaggag atgaagacgc agctggaaga gctggaggac 4680 

104 gagctgcaag ccacggagga cgccaaactg cggctggaag tcaacatgca ggcgctcaag 4740 
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105 ggccagttcg aaagggatct ccaagcccgg gacgagcaga atgaggagaa gaggaggcaa 4800 

106 ctgcagagac agcttcacga gtatgagacg gaactggaag acgagcgaaa gcaacgtgcc 4860 

107 ctggcagctg cagcaaagaa gaagctggaa ggggacctga aagacctgga gcttcaggcc 4920 

108 gactctgcca tcaaggggag ggaggaagcc atcaagcagc tacgcaaact gcaggctcag 4980 

109 atgaaggact ttcaaagaga gctggaagat gcccgtgcct ccagagatga gatctttgcc 5040 

110 acagccaaag agaatgagaa gaaagccaag agcttggaag cagacctcat gcagctacaa 5100 

111 gaggacctcg ccgccgctga gagggctcgc aaacaagcgg acctcgagaa ggaggaactg 5160 

112 gcagaggagc tggccagtag cctgtcggga aggaacgcac tccaggacga gaagcgccgc 5220 

113 ctggaggccc ggatcgccca gctggaggag gagctggagg aggagcaggg caacatggag 5280 

114 gccatgagcg accgggtccg caaagccaca cagcaggccg agcagctcag caacgagctg 5340 

115 gccacagagc gcagcacggc ccagaagaat gagagtgccc ggcagcagct cgagcggcag 5400 

116 aacaaggagc tccggagcaa gctccacgag atggaggggg ccgtcaagtc caagttcaag 5460 

117 tccaccatcg cggcgctgga ggccaagatt gcacagctgg aggagcaggt cgagcaggag 5520 

118 gccagagaga aacaggcggc caccaagtcg ctgaagcaga aagacaagaa gctgaaggaa 5580 

119 atcttgctgc aggtggagga cgagcgcaag atggccgagc agtacaagga gcaggcagag 5640 

120 aaaggcaatg ccagggtcaa gcagctcaag aggcagctgg aggaggcaga ggaggagtcc 5700 

121 cagcgcatca acgccaaccg caggaagctg cagcgggagc tggatgaggc cacggagagc 5760 

122 aacgaggcca tgggccgcga ggtgaacgca ctcaagagca agctcagagg gcccccccca 5820 

123 caggaaactt cgcag 5835 

125 <210> SEQ ID NO: 2 

126 <211> LENGTH: 1945 

127 <212> TYPE: PRT 

128 <213> ORGANISM: Human 
130 <400> SEQUENCE: 2 
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Leu 


Phe 


Val 


132 


1 








5 










10 










15 




133 


Asp 


Lys 


Asn 


Phe 


He 


Asn 


Ser 


Pro 


Val 


Ala 


Gin 


Ala 


Asp 


Trp 


Ala 


Ala 


134 






20 










25 










30 






135 


Lys 


Arg 


Leu 


Val 


Trp 


Val 


Pro 


Ser 


Glu 


Lys 


Gin 


Gly 


Phe 


Glu 


Ala 


Ala 


136 






35 










40 










45 








137 
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He 
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Glu 


Glu 


Lys 


Gly 


Asp 


Glu 


Val 


Val 


Val 


Glu 


Leu 


Val 


Glu 


138 




50 










55 










60 










139 
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Gly 
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val 


Thr 


Val 


Gly 


Lys 


Asp 


Asp 


He 


Gin 


Lys 


Met 


Asn 


140 


65 










70 










75 










80 


141 


Pro 


Pro 


Lys 


Phe 


Ser 


Lys 


Val 


Glu 


Asp 


Met 


Ala 


Glu 


Leu 


Thr 


Cys 


Leu 


142 










85 










90 










95 
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Asn 


Glu 
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Ser 


Val 


Leu 


His 


Asn 


Leu 


Arg 


Glu 


Arg 


Tyr 


Phe 


Ser 


Gly 


144 








100 










105 
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Val 


Val 
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Pro 


Tyr 


146 






115 
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Lys 


He 


Val 
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Met 
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Lys 
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148 




130 
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Lys 
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Pro 


His 


He 
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He 
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Thr 


150 


145 
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156 






195 










200 










205 








157 


Ser 


He 


Thr 


Gin 


Gly 


Pro 


Ser 


Phe 


Ala 


Tyr 


Gly 


Glu 


Leu 


Glu 


Lys 


Gin 


158 




210 










215 










220 










159 


Leu 


Leu 


Gin 


Ala 


Asn 


Pro 


He 


Leu 


Glu 


Ala 


Phe 


Gly 


Asn 


Ala 


Lys 


Thr 


160 


225 










230 










235 










240 


161 


Val 


Lys 


Asn 


Asp 


Asn 


Ser 


Ser 


Arg 


Phe 


Gly 


Lys 


Phe 


He 


Arg 


He 


Asn 


162 








245 










250 










255 




163 


Phe 


Asp 


Val 


Thr 


Gly 


Tyr 


He 


Val 


Gly 


Ala 


Asn 


He 


Glu 


Thr 


Tyr 


Leu 


164 








260 










265 










270 






165 


Leu 


Glu 


Lys 


Ser 


Arg 


Ala 


He 


Arg 


Gin 


Ala 


Arg 


Asp 


Glu 


Arg 


Thr 


Phe 


166 






275 










280 










285 








167 


His 


He 


Phe 


Tyr 


Tyr 


Met 


He 


Ala 


Gly 


Ala 


Lys 


Glu 


Lys 


Met 


Arg 


Ser 


168 




290 










295 










300 










169 


Asp 


Leu 


Leu 


Leu 


Glu 


Gly 


Phe 


Asn 


Asn 


Tyr 


Thr 


Phe 


Leu 


Ser 


Asn 


Gly 


170 


305 










310 










315 










320 


171 


Phe 


Val 


Pro 


He 


Pro 


Ala 


Ala 


Gin 


Asp 


Asp 


Glu 


Met 


Phe 


Gin 


Glu 


Thr 


172 










325 










330 










335 




173 


Val 


Glu 


Ala 


Met 


Ala 


He 


Met 


Gly 


Phe 


Ser 


Glu 


Glu 


Glu 


Gin 


Leu 


Ser 


174 








340 










345 










350 






175 


He 


Leu 


Lys 


Val 


Val 


Ser 


Ser 


Val 


Leu 


Gin 


Leu 


Gly 


Asn 


He 


Val 


Phe 


176 






355 










360 










365 








177 


Lys 


Lys 


Glu 


Arg 


Asn 


Thr 


Asp 


Gin 


Ala 


Ser 


Met 


Pro 


Asp 


Asn 


Thr 


Ala 


178 


370 










375 










380 










179 


Ala 


Gin 


Lys 


Val 


Cys 


His 


Leu 


Met 


Gly 


He 


Asn 


Val 


Thr 


Asp 


Phe 


Thr 


180 


385 










390 










395 










400 


181 


Arg 


Ser 


He 


Leu 


Thr 


Pro 


Arg 


He 


Lys 


Val 


Gly 


Arg 


Asp 


Val 


Val 


Gin 


182 








405 










410 










415 




183 


Lys 


Ala 


Gin 


Thr 


Lys 


Glu 


Gin 


Ala 


Asp 


Phe 


Ala 


Val 


Glu 


Ala 


Leu 


Ala 


184 






420 










425 










430 






185 


Lys 


Ala 


Thr 


Tyr 


Glu 


Arg 


Leu 


Phe 


Arg 


Trp 


He 


Leu 


Thr 


Arg 


Val 


Asn 


186 




435 










440 










445 








187 


Lys 


Ala 


Leu 


Asp 


Lys 


Thr 


His 


Arg 


Gin 


Gly 


Ala 


Ser 


Phe 


Leu 


Gly 


He 


188 




450 










455 










460 










189 


Leu 


Asp 


He 


Ala 


Gly 


Phe 


Glu 


He 


Phe 


Glu 


Val 


Asn 


Ser 


Phe 


Glu 


Gin 


190 


465 








470 










475 










480 


191 


Leu 


Cys 


He 


Asn 


Tyr 


Thr 


Asn 


Glu 


Lys 


Leu 


Gin 


Gin 


Leu 


Phe 


Asn 


His 


192 








485 










490 










495 




193 


Thr 


Met 


Phe 


He 


Leu 


Glu 


Gin 


Glu 


Glu 


Tyr 


Gin 


Arg 


Glu 


Gly 


He 


Glu 


194 








500 










505 










510 






195 


Trp 


Asn 


Phe 


He 


Asp 


Phe 


Gly 


Leu 


Asp 


Leu 


Gin 


Pro 


Cys 


He 


Glu 


Leu 


196 




515 










520 










525 








197 


He 


Glu 


Arg 


Pro 


Asn 


Asn 


Pro 


Pro 


Gly 


Val 


Leu 


Ala 


Leu 


Leu 


Asp 


Glu 


198 




530 










535 










540 










199 


Glu 


Cys 


Trp 


Phe 


Pro 


Lys 


Ala 


Thr 


Asp 


Lys 


Ser 


Phe 


Val 


Glu 


Lys 


Leu 


200 


545 










550 
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Thr 
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Gin 


Gly 
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Pro 


Lys 


Phe 


Gin 


Lys 


Pro 


Lys 


Gin 


Leu 


202 
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570 










575 
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Lys 


Asp 
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Glu 
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He 


He 
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205 


Tyr 
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Ser 
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206 
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600 
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Asn 


Val 


Thr 


Ser 


Leu 


Leu 


Asn 


Ala 


Ser 


Ser 


Asp 


Lys 


Phe 


Val 
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Asp 


208 




610 










615 










620 










209 


Leu 


Trp 


Lys 


Asp 


Val 


Asp 


Arg 


He 


Val 


Gly 


Leu 


Asp 


Gin 


Met 


Ala 


Lys 


210 


625 






630 










635 










640 


211 


Met 


Thr 


Glu 


Ser 


Ser 


Leu 


Pro 


Ser 
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Ser 


Lys 


Thr 


Lys 


Lys 


Gly Met 


212 
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Thr 


Val 


Gly 


Gin 


Leu 


Tyr 


Lys 


Glu 


Gin 


Leu 


Gly 


Lys 


Leu 


Met 


214 
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670 






215 


Thr 


Thr 


Leu 


Arg 


Asn 


Thr 


Thr 


Pro 


Asn 


Phe 


Val 


Arg 


Cys 


He 


He 


Pro 


216 






675 








680 










685 








217 


Asn 


His 


Glu 


Lys 


Arg 


Ser Gly 


Lys 


Leu 


Asp 


Ala 


Phe 


Leu 


Val 


Leu 


Glu 


218 
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695 










700 










219 


Gin 


Leu 


Arg 


Cys 


Asn 


Gly Val 


Leu 


Glu 


Gly 


He 


Arg 


He 


Cys 


Arg 


Gin 


220 


705 






710 
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720 


221 


Gly 


Phe 


Pro 


Asn 


Arg 


He 


Val 


Phe 


Gin 


Glu 


Phe 


Arg 


Gin 


Arg 


Tyr 


Glu 


222 
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735 




223 


He 


Leu 


Ala 


Ala 


Asn 


Ala 


He 


Pro 


Lys 


Gly 


Phe 


Met 


Asp 


Gly 


Lys 


Gin 


224 








740 










745 










750 






225 


Ala 


Cys 


He 


Leu 


Met 


He 


Lys 


Ala 


Leu 


Glu 


Leu 


Asp 


Pro 


Asn 


Leu 


Tyr 


226 




755 
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765 








227 


Arg 


He 


Gly Gin 


Ser 


Lys 


He 


Phe 


Phe 


Arg 


Thr 


Gly Val 


Leu 


Ala 


His 


228 


770 










775 










780 










229 


Leu 


Glu 


Glu 


Glu 


Arg 


Asp 


Leu 


Lys 


He 


Thr 


Asp 


Val 


He 


Met 


Ala 


Phe 


230 


785 










790 










795 










800 


231 


Gin 


Ala 


Met 


Cys 


Arg 


Gly 


Tyr 


Leu 


Ala 


Arg 


Lys 


Ala 


Phe 


Ala 


Lys 


Arg 


232 










805 










810 










815 




233 


Gin 


Gin 


Gin 


Leu 


Thr 


Ala 


Met 


Lys 


Val 


He 


Gin 


Arg 


Asn 


Cys 


Ala 


Ala 


234 








820 










825 










830 






235 


Tyr 


Leu 


Lys 


Leu 


Arg 


Asn 


Trp 


Gin 


Trp 


Trp 


Arg 


Leu 


Phe 


Thr 


Lys 


Val 


236 




835 










840 










845 








237 


Lys 


Pro 


Leu 


Leu 


Gin 


Val 


Thr 


Arg 


Gin 


Glu 


Glu 


Glu 


Met 


Gin 


Ala 


Lys 


238 


850 










855 










860 










239 


Glu 


Asp 


Glu 


Leu 


Gin 


Lys 


Thr 


Lys 


Glu 


Arg 


Gin 


Gin 


Lys 


Ala 


Glu 


Asn 


240 


865 








870 










875 










880 


241. 


Glu 


Leu 


Lys 


Glu 


Leu 


Glu 


Gin 


Lys 


His 


Ser 


Gin 


Leu 


Thr 


Glu 


Glu 


Lys 


242 








885 










890 










895 




243 


Asn 


Leu 


Leu 


Gin 


Glu 


Gin 


Leu 


Gin 


Ala 


Glu 


Thr 


Glu 


Leu 


Tyr 


Ala 


Glu 


244 








900 










905 










910 






245 


Ala 


Glu 


Glu 


Met 


Arg 


Val 


Arg 


Leu 


Ala 


Ala 


Lys 


Lys 


Gin 


Glu 


Leu 


Glu 


246 






915 










920 










925 








247 


Glu 


He 


Leu 


His 


Glu 


Met 


Glu 


Ala 


Arg 


Leu 


Glu 


Glu 


Glu 


Glu 


Asp 


Arg 


248 




930 










935 










940 










249 


Gly Gin 


Gin 


Leu 


Gin 


Ala 


Glu 


Arg 


Lys 


Lys 


Met 


Ala 


Gin 


Gin 


Met 


Leu 


250 


945 










950 










955 










960 


251 


Asp 


Leu 


Glu 


Glu 


Gin 


Leu 


Glu 


Glu 


Glu 


Glu 


Ala 


Ala 


Arg 


Gin 


Lys 


Leu 


252 








965 










970 










975 




253 


Gin 


Leu 


Glu 


Lys 


Val 


Thr 


Ala 


Glu 


Ala 


Lys 


He 


Lys 


Lys 


Leu 


Glu 


Asp 
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